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ABSTRACT: For their remarkable biomimetic properties imply-
ing strong modulation of the intracellular and extracellular redox
state, cerium oxide nanoparticles (also termed “nanoceria”) were
hypothesized to exert a protective role against oxidative stress
associated with the harsh environmental conditions of spaceflight,
characterized by microgravity and highly energetic radiations.
Nanoparticles were supplied to proliferating C2C12 mouse skeletal
muscle cells under different gravity and radiation levels. Biological
responses were thus investigated at a transcriptional level by RNA
next-generation sequencing. Lists of differentially expressed genes
(DEGs) were generated and intersected by taking into
consideration relevant comparisons, which led to the observation
of prevailing effects of the space environment over those induced
by nanoceria. In space, upregulation of transcription was slightly preponderant over downregulation, implying involvement of
intracellular compartments, with the majority of DEGs consistently over- or under-expressed whenever present. Cosmic radiations
regulated a higher number of DEGs than microgravity and seemed to promote increased cellular catabolism. By taking into
consideration space physical stressors alone, microgravity and cosmic radiations appeared to have opposite effects at transcriptional
levels despite partial sharing of molecular pathways. Interestingly, gene ontology denoted some enrichment in terms related to vision,
when only effects of radiations were assessed. The transcriptional regulation of mitochondrial uncoupling protein 2 in space-relevant
samples suggests perturbation of the intracellular redox homeostasis, and leaves open opportunities for antioxidant treatment for
oxidative stress reduction in harsh environments.

Impact
on gene expression?

KEYWORDS: cerium oxide nanoparticles, skeletal muscle cells, microgravity, radiations, transcriptome, gene ontology,
uncoupling protein 2 (Ucp2)

B INTRODUCTION

skeletal muscle waste due to mechanical unloading also

Skeletal muscle tissue alterations such as atrophy, muscle force
decrease, and shift in muscle fiber composition occur during
aging, pathology onset, radiation exposure, and mechanical
unloading.l_S A fast deterioration of skeletal muscle tissue, in
particular, affects astronauts who are exposed both to
gravitational unloading (hereafter termed microgravity or
“ug’) and to cosmic radiation during spaceflight. For this
reason, a variety of strategies for muscular maintenance in vitro
and in vivo has also been devised for terrestrial benefit,
including physical exercise,” mechanical stimulation in the
form of vibrations” and pressure application,' electrical
stimulation,® exposure to hypergravity,”'' administration of
soluble factors (such as activin type IIB receptor,'”
recombinant myokine irisin,'> and myostatin antibody
YN41'%), and even genetic transduction finalized to the
overexpression of nucleic acids (such as a long noncoding
RNA termed IncMUMA)."> A common approach against
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consists of the supply of antioxidant compounds, like for
instance (-)-epicatechin,l(’ lecithin,'” N—acetylcysteine,18 com-
plex mixtures of polyphenols associated with other antioxidants
(such as vitamin E, selenium, and omega-3 fatty acids),"” or
even seed extracts (from Oenothera odorata).”’ Besides
targeting autophagic flux’”' and myostatin signaling,”'"'*"*
the most recent research indeed focuses on the role of
oxidative stress (OS) due to excess reactive oxygen species
(ROS) and mitochondrial dysregulation in skeletal muscle

Received: July 26, 2021
Accepted: August 5, 2021
Published: August 19, 2021

https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Giada+Graziana+Genchi"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Andrea+Degl%E2%80%99Innocenti"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Chiara+Martinelli"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Matteo+Battaglini"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Daniele+De+Pasquale"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Daniele+De+Pasquale"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Mirko+Prato"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Sergio+Marras"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Giammarino+Pugliese"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Filippo+Drago"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Alessandro+Mariani"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Alessandro+Mariani"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Michele+Balsamo"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Valfredo+Zolesi"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Gianni+Ciofani"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/showCitFormats?doi=10.1021/acsami.1c14176&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?goto=articleMetrics&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?goto=recommendations&?ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?goto=supporting-info&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?fig=abs1&ref=pdf
https://pubs.acs.org/toc/aamick/13/34?ref=pdf
https://pubs.acs.org/toc/aamick/13/34?ref=pdf
https://pubs.acs.org/toc/aamick/13/34?ref=pdf
https://pubs.acs.org/toc/aamick/13/34?ref=pdf
www.acsami.org?ref=pdf
https://pubs.acs.org?ref=pdf
https://pubs.acs.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://www.acsami.org?ref=pdf
https://www.acsami.org?ref=pdf
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://acsopenscience.org/open-access/licensing-options/

ACS Applied Materials & Interfaces

Research Article

www.acsami.org

degeneration under real or simulated microgravity (s-
ﬂg).12’18’22’23 As human permanence in the low Earth orbit
undergoes increasing duration and opens to interplanetary
travel, the understanding of the biological effects of mechanical
unloading necessitates deepening by careful consideration of
the consequences of exposure to highly energetic cosmic
radiations that to date is largely obscure and apparently follows
divergent molecular pathways in comparison to micro-
gravity. 2428

Based on the large body of evidence of the antioxidant and
radioprotective properties of cerium oxide nanoparticles (also
termed “nanoceria” (NC)) accumulated on ground,zg_35 and
assimilating long-standing catalytic activity of this typology of
inorganic materials to that one of superoxide dismutase and
catalase,”* % we decided to test them for skeletal muscle tissue
protection in space. In a previous study, our group explored
NC effects on differentiating muscle cell cultures held on board
the International Space Station (ISS).>” The collected
transcriptional evidence demonstrated cellular adaptation to
nanoparticle administration and gravitational unloading, and
suggested regulation of biological processes related to agin§, fat
tissue development, and mesodermal tissue proliferation. ’ In
another pilot study from our group, NC was also shown to
decrease cell death and DNA fragmentation while promoting
stemness and tissue regeneration in planarian worms exposed
to low-dose radiations,*® thus demonstrating potential radio-
protective activity relevant to spaceflight.

This work aimed at verifying putative protection of NC
against deleterious space environment effects on proliferating
C2C12 mouse skeletal muscle cells, which were cultured on
board the ISS in two different experimental configurations,
meaning either exposure to microgravity and cosmic radiations
or to artificially obtained Earth gravity (1g by centrifugation)
and cosmic radiations. Samples collected in space were
compared to samples obtained later on ground by the
application of the same time and temperature profiles of
spaceflight. On-ground analyses by RNA next-generation
sequencing (RNA-seq) enabled the identification of differ-
entially expressed genes (DEGs) among paired experimental
classes. Sets of DEGs underwent hierarchical clustering,
comparison through Venn diagrams, and representation by
gene ontology (GO) graphs. The results denoted important
transcriptional regulation of mitochondrial and nuclear
compartments; they demonstrated opposite effects of gravita-
tional unloading and cosmic radiations and evidenced the need
for further optimization of NC delivery modes in view of
exploitation of their remarkable antioxidant properties in the
space environment.

B EXPERIMENTAL METHODS

Preparation of Nanoparticle Dispersions. Cerium oxide
nanoparticles (NC, Sigma 544841) were dispersed at a concentration
of 10 mg/mL in ultrapure water. The dispersion was sonicated for 1
min at 8 W with a tip sonicator (Bandelin). Then, 5 mg/mL NC
dispersions in 50% fetal bovine serum (FBS, Sigma F4135) were
prepared by incubation for 1 h under mild shaking to promote
nanoparticle coating with serum proteins. At the end of this process,
sonication was performed for § min with a Branson sonication bath to
obtain highly homogeneous dispersions. For material characterization,
dispersions were prepared in ultrapure water, in 10% FBS solution in
ultrapure water, and in a complete cell culture medium (composition
of the latter is described in the “Cell culture in-flight hardware”

paragraph).
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Material and Dispersion Characterization. Transmission
electron microscopy (TEM) imaging was conducted on uncoated
and FBS-coated nanoparticles by dispersion in ultrapure water at a
final concentration of 1 mg/mL NC and by dropping 50 uL of
dispersions onto carbon-coated copper grids. Imaging was performed
in a bright-field modality with a Tecnai G2 F20 TWIN TMP
transmission electron microscope set at 200 kV.

X-ray diffraction (XRD) analysis was performed on uncoated
nanoparticles with a Rigaku SmartLab X-ray powder diffractometer
equipped with a 9 kW Cu Ka rotating anode operating at 40 kV and
150 mA, a D\teX Ultra 1D silicon strip detector, and five-axis
goniometer. The diffraction pattern was collected in Bragg—Brentano
geometry over an angular range 20 = 20—100° with a step size of
0.02°. The measurement was carried out at room temperature using a
zero-diffraction silicon substrate. Size-strain analysis was carried out
using the whole-powder-pattern decomposition (WPPD) technique
based on the Pawley algorithm. Fundamental parameter (FP) profile
fitting was used to simulate the instrument contribution. All
parameters were refined by the least-squares method, using PDXL
2.8.1.1 software from Rigaku.

X-ray photoelectron spectroscopy (XPS) analysis was performed
on uncoated nanoparticles deposited onto an indium pellet with a
Kratos Axis Ultra DLD spectrometer, equipped with a mono-
chromatic Al Ka source operating at 15 kV and 20 mA. A wide scan
spectrum was acquired with 160 eV pass energy, while a high-
resolution narrow scan spectrum was obtained with constant 10 eV
pass energy and steps of 0.1 eV. Photoelectrons were detected at a
take-off angle ¢ = 0° with respect to the surface normal. The charging
shift was calibrated with the binding energy of the C 1s as a baseline
(284.8 V). Data were acquired at a pressure lower than 7-10~° Torr
in the analysis chamber, and then they were converted to VAMAS
format and processed using CasaXPS software, version 2.3.22.

Thermogravimetric analysis (TGA) was conducted with a TA
instruments Q500 thermal analyzer under a S0 mL/min nitrogen flux
on ~5 mg of nanoparticle powders, obtained by lyophilization of 1
mL of both uncoated and FBS-coated nanoparticle dispersions in
ultrapure water with a Labconco Freezone 2.5 Plus freeze dryer. The
samples were analyzed after a S min equilibration at +30 °C, and then
the temperature was increased by a +5 °C/min ramp-up to +1000 °C.

Dynamic light scattering (DLS) measurements were performed
with a Malvern Instruments Zeta-sizer NanoZS90 on 100 pg/mL NC
dispersions in ultrapure water, in 10% FBS in ultrapure water, and in
complete cell culture medium after exposure to both normal gravity
and simulated microgravity (described in the following paragraph).
Measurements were conducted every two days over a 14-day period at
+37 °C. {-potential measurements were carried out in NC dispersions
in ultrapure water (pH 5.5), and the conductivity was adjusted in the
range of 30—100 uS/cm. Hydrodynamic diameter (HD) and (-
potential values are represented as average + standard deviation of
three different measurements, each with 15 readings.

Simulated Microgravity. Simulated microgravity conditions
(hereafter also termed “s-ug”) were applied by operating a random
positioning machine (RPM, Airbus 2.0) at 20°/s for studies on
nanoparticle dispersion stability, and at 8—20°/s (speed change: every
S s) for nanoparticle internalization studies with C2C12 mouse
myoblasts. To this purpose, containers completely filled with liquid
media were used by positioning within 22 mm from the RPM center
of rotation: microcentrifuge tubes for stability studies and ad hoc-
prepared polydimethylsiloxane (silicone) vessels sealed with trans-
parent adhesive films (Bio-Rad MSB1001) for internalization studies.
The RPM home frame position was the one having the sample holder
aligned with the Earth gravity vector (with both frames set
perpendicular to the Earth gravity vector).

Cell Culture for Nanoparticle Internalization Studies. To
perform nanoparticle internalization studies by immunostaining and
confocal microscopy imaging, C2C12 myoblasts (ATCC CRL-1772)
at passage 6—10 were seeded at a density of 10,000 cells/cm? on
Thermanox substrates (1.05 X 2.20 cm?*) positioned at the bottom of
silicone multiwell plates, and incubated for 12 h at +37 °C prior to
treatment. The latter consisted of the administration of the cell

https://doi.org/10.1021/acsami.1c14176
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Figure 1. In-flight experiment. (A) Experiment timeline with the indication of relevant time points before and after launch. (B) Diagram of the flow
circuit of experiment units, where “CCC” stands for the cell culture chamber, “M” for the cell culture medium, “S” for saline, and “F” for the fixative
solution. M1: +NC for cells that were either treated (+ NC) or not (—NC) with nanoceria, M2: —NC, and M3: —NC.

culture medium (1.3 mL) either added or not with NC at a
concentration of 100 yg/mL (followed by vessel sealing with adhesive
films) and exposure to either 1 g or to s-ug. Cell cultures were imaged
after 6 and 24 h of treatment by application of the protocol reported
in the paragraph “Immunostaining and confocal microscopy”. To
perform nanoparticle internalization studies by inductively coupled
plasma-optical emission spectroscopy (ICP-OES) as described later,
cell cultures were seeded on tissue culture-treated polystyrene disks
(22 mm radius, previously obtained by laser cutting of commercial
Petri dishes and positioned in silicone vessels) for 12 h at +37 °C
prior to treatment. The latter again consisted in the administration of
the cell culture medium (8.6 mL, in this case), either added or not
with NC, and exposure to either 1 g or to simulated ug. ICP-OES
analysis was conducted on cultures after 48 h of treatment,
corresponding to the total duration of cell culture exposure to NC-
added cell culture medium in space, before medium refresh without
NC was performed.

After exposure to normal gravity and to simulated microgravity, cell
cultures, either treated or not with nanoceria (NC), were fixed with
4% formaldehyde solution (Sigma 252549) in phosphate-buffered
saline (PBS) with Ca?*/Mg** (Gibco 14040141) for 20 min at +4 °C.
Then, the cells were permeabilized with a 0.1% Triton X-100 (Sigma
T8787) solution in PBS for 20 min. Saturation of aspecific antigenic
sites was conducted with a 10% goat serum (GS, Gibco 16210072)
solution in PBS for 30 min, then an incubation with a 1:200 v/v
dilution of primary antibodies (rabbit anti-caveolin, Abcam 2910, or
mouse anti-clathrin, Abcam 2731) in 10% GS followed for 2 h at +37
°C. The samples were then rinsed three times with 10% GS (S min
each rinse). They were also incubated with a solution containing a
1:500 v/v dilution of secondary antibodies (TRITC-goat anti-rabbit,
Invitrogen 2769 or TRITC-goat anti-mouse, Life Technologies
A16071), 1:100 v/v dilution of Oregon Green 488-phalloidin (Life
Technologies 07466), and 1:100 v/v Hoechst dye (Life Technologies
H21486) for 1 h at room temperature. Finally, the samples were
rinsed twice with PBS and imaged with a Nikon Ti-E confocal
microscope. Five images of optical fields were collected for each
sample, and semiautomated image analysis for the measurement of
Pearson’s correlation coefficient on the fluorescence signal from
proteins and NC was conducted with Image] software to elucidate
possible nanoparticle internalization modalities.

To perform inductively coupled plasma-optical emission spectros-
copy (ICP-OES), cell pellets were obtained by trypsinization and two
sequential centrifugation runs at 700g were performed for 10 min by
pellet resuspension in PBS to ensure the removal of free, non-
internalized NC prior to the second centrifugation run. ICP-OES was
conducted with a Thermo Fisher Scientific iCAP 7600 DUO Thermo
spectrometer upon dissolution of the cell culture pellets in HCI/
HNO; (3:1 v/v ratio). The spectrometer was operated under Ar flow
with the following parameters: 1150 W RF power, 0.5 L/min
nebulizer gas flow, 12 L/min coolant gas flow, and 0.5 L/min auxiliary
gas flow. Measurements were conducted in an axial mode with a 13 s
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exposure time for readings at a wavelength of 404.076 and 535.353
nm. Data are presented as an average of the readings at both
wavelengths.

Cell Culture in-Flight Hardware. C2C12 myoblasts at passage
6—10 were seeded at a density of 1,500 cells/cm® on Thermanox
coverslips in silicone multiwell plates at L-90 h, where “L” stands for
launch time. A synthetic description of the experiment timeline is
reported in Figure 1A. At L-42 h, the samples were transferred to 12
experiment units (EUs, KEU-ST developed by Kayser Italia (KI) and
qualified for flight to the ISS) holding five reservoirs with 1.3 mL
capacity, which were filled as follows: reservoirs M1—3 with cell
culture medium (CO,-independent medium, Gibco 18045088, added
with 10% FBS, 100 U/mL penicillin-100 pg/mL streptomycin, Gibco
15140122), and either added or not with FBS-coated nanoparticles at
a final concentration of 100 pg/mL; reservoir S with saline solution
(PBS with Ca®*/Mg?, Gibco 14040141) for cell rinse prior to
fixation, and reservoir F with a fixative solution (RNAlater, Ambion
AM?7020) for nucleic acid preservation. EU flow diagram is reported
in Figure 1B. EUs (n = 3 for each experimental class) were enclosed in
experiment containers (ECs, KIC-SL developed by KI and qualified
for flight to the ISS), ensuring second-level containment and interface
with the European Space Agency (ESA) Kubik incubator facility on
board the ISS. Passive conditioned temperature (+25 to +30 °C) was
kept from handover until hardware installation in the Kubik incubator
(set at +37 °C) on board the ISS. The temperature was recorded with
iButton data loggers every 10 min from completion of hardware
assembly and verification (L-38 h, t = 44 h from seeding) until the
experiment end. Upload occurred with a Dragon/Falcon 9 vector
(SpaceX CRS-17 mission). Once ECs were placed in the Kubik
incubator set at +37 °C, five fluidic activations were automatically
performed. Activation 1 was performed at L + 79 h (after EU
powering in the Kubik incubator), and it provided a fresh culture
medium either with or without NC to the cultures. Activations 2 and
3 were, respectively, performed at L + 127 and L + 175 h without NC
supply, which implied that the cultures were exposed to NC for only
48 h under microgravity conditions. Activations 4 and S were in
particular performed at L + 223 h (activation S with S min delay).
After 2 h from fixation, the ECs were transferred to the Minus Eighty-
Degree Laboratory Freezer for ISS (MELFI) and stowed at —80 °C
until re-entry. Once the space experiment flight time and temperature
profiles were known, the whole experiment was repeated on ground in
the KEU-ST and KIC-SL hardware with the support of a Kubik
Interface Simulation Station (KISS) module placed inside a laboratory
tissue culture incubator.

Transcriptomics. A total of six experimental classes result from
studying NC and space/space radiations, namely: A (—NC, ug in
space), B (+NC, pg in space), C (—=NC, 1 g in space), D (+NC, 1 gin
space), E (-NC, 1 g on ground), and F (+ NC, 1 g on ground). From
the 15 possible pairwise comparisons, the following nine comparisons
were selected (control class reported as the first term of each
comparison): (E vs F) studying the effects of NC per se; (A vs B)

https://doi.org/10.1021/acsami.1c14176
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Figure 2. Characterization of cerium oxide nanoparticles (NC) and of their dispersions. (A) Electron microscopy image of nanoparticles before and
after coating with fetal bovine serum (FBS, respectively indicated as —FBS and +FBS). (B) X-ray diffraction pattern of uncoated NC. “I” stands for
intensity. (C) Wide X-ray photoelectron spectroscopy (XPS) spectrum of uncoated NC. “CPS” stands for counts per second. (D) Narrow XPS
spectrum of the Ce 3d peaks of uncoated NC, with peak deconvolution. (E) Thermogravimetric analysis of uncoated and FBS-coated NC. (F)
Dynamic light scattering analysis of NC dispersions in complete cell culture medium after exposure to normal gravity and to simulated

microgravity. “HD” stands for hydrodynamic diameter.

studying the effects of NC against space; (C vs D) studying the effects
of NC against space radiations; (E vs A) studying the effects of space
per se; (F vs B) studying the effects of space on NC-treated cells; (E vs
C) studying the effects of space radiations per se; (F vs D) studying
the effects of space radiations on NC-treated cells; (C vs A) studying
the effects of microgravity per se (with space radiations as a
background); (D vs B) studying the effects of microgravity on NC-
treated cells (with space radiations as a background).

After hardware deintegration, cell cultures were imaged by optical
microscopy in phase-contrast mode with a Nikon Eclipse Ti
microscope, and temperature profile was recovered from data loggers
for verification and for experiment repetition on ground within six
EUs (three treated with NC and three untreated). The cell cultures
were transferred to 2 mL test tubes, covered with their supernatant
(containing over 70% of RNAlater), and centrifuged at 16 000g for 15
min at +4 °C. The supernatant was carefully removed, leaving a
volume of 100 uL to prevent cell loss. A MirVana PARIS kit (Ambion
AM1556) was used for cell lysis, as well as for following RNA
extraction and purification procedures. Cell lysis was performed by
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pipetting ice-cold cell disruption buffer (300 uL) on the cell culture-
bearing support by vortexing for 30 s and by placing samples on the
ice every 10 s. A 1.5% f-mercaptoethanol denaturing solution (400
uL) was added to each tube; after a S min incubation on ice, an acid-
phenol:chloroform solution (800 yL) was added to the lysate. After a
30 s agitation with vortex, the support was removed and samples were
centrifuged at 10 000g for 20 min. The aqueous phase (700 yL) from
each sample was transferred to another clean tube, and 1.25 volumes
of 99.9% ethanol (875 uL) were added. Each solution was then
loaded twice on a filter column in a collection tube and centrifuged at
15000g for 70 s. The eluate was discarded, and complete miRNA
Wash Solution 1 (700 uL) was added for centrifugation at 15 000g for
1 min. The eluate was again discarded, and complete Wash Solution
2/3 (500 uL) was added twice for centrifugation at 15 000g for 1 min.
The eluate was again discarded, and the filter column was fully dried
prior to transfer to a clean collection tube. RNAse-free water (40 L)
was deposited in each filter column and incubated for 10 min, and
then total RNA (including small RNAs) was eluted by centrifugation
at 15 000g for 5 min.
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Figure 3. Nanoceria and cell cultures in-flight. (A) Thermal profile of the experiment, where “S” stands for space and “E” for Earth samples.
Duplicates are due to the number of data loggers. (B) Representative images, obtained by phase-contrast optical microscopy upon recovery from
experiment units (EUs), of cultures exposed to different gravity (g) and radiation (rad) levels, either treated (+NC) or not (—NC) with nanoceria.

Upon total RNA isolation, spectrophotometric measurements were
performed with a NanoDrop 2000 spectrophotometer (Thermo
Scientific) to assess sample quality and yield before downstream
transcriptomic analyses through RNA-seq. RNA concentrations
resulted to be about 10 ng/uL (as reported in Table S1). RNA
preparations were processed according to the Ultra-Low Input RNA-
Seq (GeneWiz) pipeline, cf. https://web.genewiz.com/ultra-low-
input-case-study. Standard libraries were prepared with the NEBNext
Ultra RNA Library Prep Kit for Illumina (New England Biolabs).
Briefly, polyadenylated fractions were enriched, fragmented, and
reverse-transcribed (first- and second-strand cDNAs). Ends were
repaired, 5’-phosphorylated, and poly(A)-tailed. The resulting
sequences were ligated to universal adapters and polymerase chain
reaction (PCR)-amplified. Small RNA (chiefly miRNA) libraries were
prepared aside by ligating adapters selectively to those 5’- and 3’-ends
processed by the endoribonuclease Dicer. The resulting sequences
were also reverse-transcribed and amplified by PCR. Yields were
determined through the Qubit DNA assay (Thermo Fisher Scientific)
and NanoDrop, whereas size distribution was assessed with a 2100
Bioanalyzer (Agilent). Viable sequencing templates were quantified
via real-time PCR. Sequencing was done on a HiSeq. 2500 (Illumina)
sequencer, in 2 X 250 bp paired-end configuration. Raw sequence
data generated from the sequencer were converted to FASTQ files.
After initial quality controls, low-quality data were removed, and reads
were trimmed to remove possible adapter sequences using
Trimmomatic v.0.36."" For small RNA samples, only trimmed reads

with a length comprised between 15 and 31 nucleotides were
retained.

Bioinformatics. Polished sequences from standard libraries were
mapped to the reference mouse genome (GRCm38.p6) found at
Ensembl*” with STAR aligner*’ v.2.5.2b, and BAM files were thus
generated. Unique gene hit counts for genes were computed via
featureCounts™ from the Subread package®® v.1.5.2. Only unique
reads falling within exon regions were counted. Trimmed sequences
from small RNA samples were instead searched against those of
known miRNAs, available at miRBase 21,° and the ones finding no
relevant match within the database were considered to be potentially
novel small RNAs. Differential gene expression analysis was
conducted with DESeq. 2.*” For each of the selected comparisons
between couples of experimental classes, only those transcripts that
displayed an expression log, fold change (FC) > abs(1) and that were
supported by a Wald test-generated adjusted p-value < 0.05 (or by an
empirical analysis of the differential gene expression test p-value <
0.05 for small RNAs) were deemed to be differentially expressed
(specifically: downregulated if their FC < —2, and upregulated if their
FC > 2). Nine lists of DEGs were obtained, along with heatmaps and
scatter (volcano) plots. While small RNA DEGs were not further
analyzed, standard differentially expressed gene (DEG) lists were
intersected in multiple ways via scripting. For each subset of the
resulting Venn diagrams, coherence was also evaluated. A DEG was
considered coherent if systematically upregulated (or systematically
downregulated) in all parent sets of the subset in which the DEG was
found. In each Venn diagram, coherence is only defined for genes
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located at the intersection between two or more parent sets. To
understand the biological effects of our experimental variables on the
transcriptome, gene ontology (GO) investigations were performed for
all subsets of our Venn diagrams using GOrilla:*® two unranked lists
of genes were provided to the algorithm, using all mouse genes
(retrieved at Ensembl BioMart™) as a background list. REVIGO™°
was used to visualize selected GO results. In particular, GO terms for
biological processes (defining high-level biological dynamics),
functions (describing precise molecular events), and components
(pointing out particular biological compartments, organelles, or
structures) were characterized. Thresholds for statistical significance
on GOrilla results were 0.05 for both (GOrilla-generated) p- and g-

values.

B RESULTS AND DISCUSSION

Nanoparticle Characterization. Representative electron
microscopy images of nanoparticles before and after incubation

Table 1. Summary of Differential Expression Analysis for
Protein-Coding Genes”

comparison upregulated genes downregulated genes total DEGs
Evs F 13 4 17
AvsB 23 9 32
Cwvs D 1 0 1
Evs A 230 113 343
FuvsB 383 176 559
Evs C 1013 680 1693
FusD 96 77 173
Cuvs A 9 52 61
DwvsB 4 8 12

“DEG numbers reported here refer to mRNA samples. Experimental
classes: A (—=NC, ug in space), B (+NC, pg in space), C (—=NC, 1 gin
space), D (+ NC, 1 g in space), E (-NC, 1 g on ground), and F
(+NC, 1 g on ground).

with FBS are reported in Figure 2A, showing heterodispersed
sized nanoparticles with ~50 nm diameter. In both cases,
nanoparticles underwent moderate aggregation after dispersion
in an aqueous medium. XRD analysis revealed that: (1) the
pattern of uncoated nanoparticles (reported in Figure 2B) is
characterized by peaks fully overlapping to the CeO, reference
(ICSD 238381), (2) crystallites had a size of 29 nm, and (3)
the lattice strain was 0.064%. The value of the lattice strain,
which usually correlates to oxygen atom deficiencies, is
compatible with the large crystallite size.”’ XPS analysis
confirmed the chemical composition expected in the uncoated
nanoparticles: the survey spectrum reported in Figure 2C
indeed shows the Ce 3d peaks (relative atomic concentration:
19.5%) in the 875—925 eV range and the O 1s peak (63.9%) at
~530 eV, together with spurious peaks ascribable to the used
substrate (In 3d peaks (0.57%) at ~444 and 452 eV) and to
adventitious carbon (C 1s peak (16.57%) at 284 eV). The
narrow spectrum of Ce 3d reported in Figure 2D enabled the
quantification of the two oxidation states relevant to the
exertion of antioxidant activity in vitro: Ce** (18.8%) and Ce**
(81.2%), as described elsewhere.”” A Ce®*/Ce*" ratio of 23% is
known from the literature to indicate powerful antioxidant
activity.”> TGA of both uncoated and FBS-coated NC
dispersions demonstrated the effectiveness of the nanoparticle
coating procedure. As shown in Figure 2E, TGA demonstrated
that the native nanoparticles underwent a very modest weight
decrease likely ascribable to H,O and CO, loss when the
temperature increased up to approximately +200 °C, whereas

the FBS-coated nanoparticles underwent a more pronounced
weight decrease when the temperature increased up to
approximately +800 °C, thus denoting relevant adsorption of
serum proteins on the nanoparticles with a potential effect on
nanoparticle dispersion colloidal stability. Data on the
observed weight decrease evidence a difference of ~17% of
weight between uncoated and FBS-coated nanoparticles. DLS
analyses, conducted on both uncoated and FBS-coated
nanoparticle dispersions over a period of 14 days, demon-
strated that the coating procedure determined an increase in
the nanoparticle hydrodynamic diameter (HD) and conferred
higher colloidal stability to NC in aqueous medium (Figures
2F and S1). Figure 2F reports DLS data acquired on FBS-
coated NC dispersed in the cell culture medium, showing
comparable values of HD after exposure to both normal gravity
and simulated microgravity, suggesting that FBS-coated
nanoparticle dispersions were very stable in the observation
period, irrespective of the gravity level. {-potential analysis was
conducted on both uncoated and FBS-coated nanoparticle
dispersions in ultrapure water after exposure to different
gravity values. As shown in Figure S1, the FBS-coated NC
dispersions had comparable, moderately negative values of -
potential after exposure to both normal and simulated
microgravity, corroborating stability data from HD measure-
ment within the observation period of 14 days.
Nanoparticle Internalization under Simulated Micro-
gravity. Simulated microgravity studies (with average g values
ranging from 0.020 to 0.008 within the 6—48 h timeframe)
demonstrated that nanoparticles were internalized by cell
cultures but, as shown in Figures S2 and S3, NC poorly co-
localized with the signal from both internalization markers at
each time point and under different gravity levels. Quantitative
data reported in Figure S4AB from confocal microscopy
images confirmed modest nanoparticle internalization through
pathways mediated by caveolin-1 and clathrin, respectively. It
is important to note that a study conducted by Singh and co-
workers with nanoceria of different sizes and shapes
demonstrated that nanoparticle internalization can be affected
by these two geometrical parameters, implying passive
internalization when the size is ~5 nm, and active internal-
ization for higher size nanoparticles.”® Due to the heteroge-
neous size of the NC used in the present work, passive
internalization of ~5 nm nanoparticles may have occurred,
whereas larger particles may have undergone other internal-
ization mechanisms (like micropinocytosis). Quantitative data
from ICP-OES demonstrate that nanoparticles are internalized
by cell cultures under both normal gravity (Ce: 22.5 + 0.4
ppm) and simulated microgravity (Ce: 1.3 + 0.3 ppm),
although in the latter case at a lower extent than under normal
gravity (~6% of the amount internalized under 1 g).
In-Flight Experiments. As shown in Figure 3A, the cell
cultures were exposed to a decreasing temperature between
+30 and +26 °C before EU insertion in the Kubik incubator,
which occurred at L + 76 h. Viable, adherent, and highly
confluent cultures were still obtained at the end of the
experimental timeline (Figure 3B). These cultures underwent
processing on ground for the following transcriptional analyses.
RNA Next-Generation Sequencing. The results of
analyses performed on nucleic acids after purification are
reported in the Supporting Information: Table S1 in particular
details the results of spectrophotometric analyses, whereas
Figure SS shows the results of the electropherogram obtained
before sequencing. After sequencing, 912 784 532 reads were
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Figure 4. RNA next-generation sequencing heatmaps for the following experimental classes: A (—NC, ug in space), B (+ NC, ug in space), C
(=NC, 1 gin space), D (+NC, 1 gin space), E (~NC, 1 g on ground), and F (+NC, 1 g on ground). Heatmaps for the nine selected comparisons
among experimental classes (nRNAs only, control class reported as the first term of each comparison). For every comparison, a map features (left
side of each graph) hierarchical clustering of expression variations for the top 24 genes. Single replicas (EU number is indicated) for the two
experimental classes (each in pink or sky blue) are also hierarchically clustered according to the overall expression profile of the 24 genes
considered. Expression values for such genes are reported as colored bars. The hotter the color, the higher the fold change (FC; most over-
expressed genes within each map are indicated in red, and most under-expressed genes are shown in blue, see the color scale on the left of the
panel).

generated, yielding a total of 213 980 Mb with a mean quality Raw sequence files for each sample are provided as FASTQ
score of 38.61 and a percentage base >30 amounting to 93.38. files (mRNAs and small RNAs separately).

40206 https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://pubs.acs.org/doi/10.1021/acsami.1c14176?fig=fig4&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?fig=fig4&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?fig=fig4&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?fig=fig4&ref=pdf
www.acsami.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as

ACS Applied Materials & Interfaces

www.acsami.org

Research Article

per se against space against radiations only
P
S
. 2 (]
e Q
w | ” - g
% : -] - S
T‘-”: . ~ o f
m_ - - . - . ° °
S, & & A At o s o
% e e ° Lo )
2 3 A S s
. ten o .. o u': g
-20 -1‘0 0 10 26 -5 0 5 10 15 20 -20 -10 0 10 2‘0 |.|J
logz(fold change)
per se on treated cells radiations only)
_— . ® - . °~ | -
T | . W
Q. o . o
\é -
(=) « ‘ °
8 o |

-20 -10

logz(fold change)
(microgravity only)

(radiations only) on treated cells

0

10 20

(microgravity only) on treated cells

© - .o
T ok
© . .
Q. . e . -
o . .
- °
o) : ° ] e
O -‘..n
— ‘.
o~ -
IN ‘ar M
o 4

Effects of space

05

T T T T T T T
-20 -10

10

logz(fold change)

Figure S. Scatter plots. Volcano plots for the nine selected comparisons among experimental classes (mRNAs only, control class reported as the
first term of each comparison). Experimental classes: A (—NC, g in space), B (+NC, g in space), C (—NC, 1 g in space), D (+NC, 1 g in space),
E (=NC, 1 g on ground), and F (+NC, 1 g on ground). Each volcano plot shows significance (y-axis, as log,, of the adjusted p-value, p,) and
overexpression change (x-axis, as log, FC, where “FC” stands for fold change) for all genes (each represented by a dot) in a given comparison.
Significantly up- or downregulated genes are reported in red (clustering on the right/top corner of the plot) or blue (clustering on the left/top
corner of the plot), respectively. The remaining genes are indicated in black.

From the 589 194 183 reads produced altogether by mRNA
samples alone, 242 170 173 (~41%) were successfully mapped
to the mouse genome. Of these, 222 402 965 (~92%) were
mapped unambiguously. For mRNA samples, aligned
sequences are available as BAM files, and unique gene hit
counts are provided as featureCounts output files. Data were
deposited in NCBI's Gene Expression Omnibus database,>®
and can be accessed through the GEO Series accession number

40207

[GSE165565] ([https://Www.ncbi.nlm.nih.gov/geo/query/
acc.cgi?acc=GSE165565]).

DEG numbers for the nine selected pairwise comparisons
among experimental classes (mRNA only) are reported in
Table 1. For the most part, a higher number of DEGs was
obtained for space-devoted comparisons, with a better

statistical signiﬁcance.
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Figure 6. RNA next-generation sequencing Venn diagrams, featuring one to four among the nine selected comparisons among experimental classes
(mRNAs only, control class reported as the first term of each comparison). The number of differentially expressed genes (DEGs) residing in each
subset is reported. Compatibly with room availability, the composition in terms of up- (1) or downregulation (|) is specified after an opening
brace: up-only or down-only genes at the intersection between two or more parent sets are deemed coherent. The noncoherent fraction of DEGs at
a given intersection, when present and shown, is boxed in white; in that case, to understand in which parent sets a group of DEGs is up- or
downregulated, one should assign arrow signs to the relevant parent sets starting from top-left and proceeding in a clockwise order. Intersections for
“Effects of nanoceria in different environments” and “Effects of space in different environments” have been simplified, the former not including
comparison (C vs D) and the latter not considering comparisons (C vs A and D vs B). Red shadowed boxes, each associated with a Greek letter,
highlight particular subsets/parent sets, also depicted by REVIGO interactive graphs.

Heatmaps and volcano plots for the identified DEGs actively proliferating cells. In a past work of ours,”
(mRNA only) are respectively shown in Figures 4 and S. downregulation was found as the dominant dynamic among
Intersections and Gene Ontology. DEG lists, inter- DEGs upon NC treatment, but here around 75% of DEGs are
sected in different ways to study either NC or space (at times overexpressed when NC is administered (~77% for E vs F,
in its microgravity and space radiation components), yielded ~72% for A vs B). Space had in turn an evident impact on cell
information about genes recurring as differentially expressed in transcriptome, with upregulation being slightly more common
multiple comparisons and on their transcriptional trends. and with DEGs exhibiting a strikingly coherent behavior: this is

Figure 6 reports the distribution of DEGs within subsets of the in line with our past results.”
six most relevant Venn diagrams, with details about the Two exceptions are the comparisons that evaluate the
internal composition in terms of coherent genes. Overall, when impact of microgravity (C vs A and D vs B): for these, the
shared between parent sets, the vast majority of DEGs showed majority of DEGs are downregulated, and those in common
a coherent behavior. with comparisons studying space radiations reveal a system-
GO analyses did not conclusively highlight GO terms atically non-coherent trend. Microgravity and space radiations,
associated with NC treatment, at least by itself. In turn, space in other words, seem to cause responses of opposite signs from
imparts obvious biological effects for both NC-treated and a single metabolic circuit, albeit no associated GO enrichment
untreated cells, specifically on GO processes related to cell was found. When genes are present at the intersection between
metabolism (e.g, inositol) and localization, on GO functions a comparison for microgravity and others studying space as a
like binding, and on GO components such as the intracellular whole, coherence is re-established. It should be noticed,
domains and organelles (Figure 7). however, that all space samples in our study were exposed to
Effects of Nanoceria and Space on Muscle Cell ISS space radiations; as a consequence, microgravity is only
Transcriptome. Consistent with past observations from our investigated by subtracting space radiations from space, i.e.,
group,” comparisons that study the effects of NC display a with space radiations as part of the experimental environment.
comparatively low number of DEGs. The 17 genes supported Evaluating the sole effects of space radiations, comparison
as responding to NC on land (E vs F) do not show any (E vs C) is particularly rich in DEGs. In agreement with a
significant enrichment in GO terms. The corresponding previous report in the literature,”” GO graphs for comparison
experiments in space (A vs B) or in space with gravity (C vs (E vs C) generally point to an increased catabolic activity in
D) respectively produce 32 and 1 DEGs, also without response to an external factor. Intersected with (E vs A), which
significantly associated GO terms. No genes are shared is the comparison studying space as a whole, the set isolates a
between these sets. Possibly, the moderately lower output of group of 281 DEGs, which represent short-listed putative
the current investigation for NC could be explained by its radiation-responsive genes. Their GO plots also hint at
more challenging experimental design—namely, deploying metabolic adaptations to exogenous stimuli. Twenty-six genes
40208 https://doi.org/10.1021/acsami.1c14176
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lie at the intersection between four of the comparisons that
investigate space in different ways. As a whole, they do not
significantly couple with any GO term, but they still represent
potentially interesting candidates for validation studies. The
most notable subset of the Venn diagram for the effects of
space on NC-treated samples is, perhaps, represented by the 98
genes at the intersection (F vs B)/(F vs D), another group of
possible radiation-sensitive DEGs. An aspect worth mentioning
about GO graphs that investigate space radiations is the
presence of multiple references to vision. Rhodopsin (Rho) and
its molecular switch guanine nucleotide-binding protein G(t)
subunit a-1 (Gnatl) are both present in the 26-gene group of
space genes and specifically in the subset of five downregulated
genes. One possible explanation is that the exposure to harmful
electromagnetic radiations may be somewhat suggestive of
light hitting photoexcitable cells.

Ucp2 as a Space-Responsive Gene. The most interesting
candidate space genes (eight in total) identified in a past
investigation from our group included the mitochondrial
uncoupling protein 2 (Ucp2), and this gene was one of the
two downregulated coherent factors for space.”” In the current
dataset, the gene is found among the 281 DEGs responding to
space and space radiations in the absence of NC, also by being
consistently downregulated. Other studies support Ucp2
expression as affected by spaceﬂi§ht or in experimental
procedures modeling altered gravity.”

Ucp2 is abundant in skeletal muscle. It was once thought to
be mainly active in non-shivering thermogenesis. However,
studies on mutant mice conclusively show that the protein is
primarily a sensor and detoxifier of mitochondrial ROS. It is
highly represented also in the spleen and leukocytes, and it is
necessary for the maintenance of normal immune and
inflammatory responses. In particular, it plays a role in
macrophage-mediated immunity.>®

A secondary physiological function of Ucp2 is erythropoi-
esis: a dysfunctional Ucp2 leads to anemia.”” The protein also
protects from ischemia, atherosclerosis, myocardial infarction,
and several degenerative disorders.”® Muscle waste, anemia,
and immune pathologies (including macrophage-dependent
ones) are conditions often observed during prolonged
spaceflight.”**” Intriguingly, mouse models show that a
molecular mechanism linking Ucp2 to anemia is the MAPK/
ERK pathway, with the lack of Ucp2 causing a decrease in the
active form of ERK, a ROS-triggered regulator of prolifer-
ation.””*” The pathway has recently been found to be altered
in space or space analogues, directly generating at least some of
the macrophage pathologies typical of spaceflight.”” ERK
exerts in reverse a negative feedback on Ucp2, as shown in cell
cultures.”” Ucp2 is known to respond to both chronic and
short-term OS, controlling the oxygen metabolism of the cell
and, therefore, limiting the amount of radicals produced by
oxidative phosphorylation; it is thus a promising therapeutic
target for ROS-elicited disease.”*"!

B CONCLUSIONS

The transcriptional evidence collected by the application of an
experimental protocol involving antioxidant nanoparticle
administration to muscle cell cultures during spaceflight
(meaning exposure to different gravity levels and to cosmic
radiations) demonstrated the prevalence of space effects over
those of antioxidants. Under our experimental conditions,
space radiations in particular emerged as an impacting force on
muscle cell transcriptome. Synergies between microgravity and
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space radiations have been investigated previously, with
somewhat contradictory outcomes.”” Our results suggest that
the two stressors act through partially overlapping molecular
components with an evocation of opposite responses, and that
there might be an analogy between photoreception and
response to space radiations deserving further studies also at
molecular level. Along with previous evidence from our group,
the current study corroborates the concept of OS being a
relevant dynamic behind space pathology. Our data indeed
reinforce the role of Ucp2 as a key mediator of cell response to
space, either on its own or in conjunction with factors of the
MAPK/ERK signaling pathway. Future studies will therefore
aim at optimizing antioxidant administration in space and at
fully elucidating the role of Ucp2 as a promising molecular
target for the treatment of spaceflight-induced tissue waste.
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Colloidal stability results of both uncoated and FBS-
coated NC dispersions in different aqueous media upon
exposure to both normal gravity and simulated micro-
gravity (Figure S1); representative confocal images for
NC internalization studies after cell culture exposure to
both normal gravity and simulated microgravity (Figure
S2, caveolin-1 immunostaining) and (Figure S3, clathrin
immunostaining); results from internalization studies by
immunostaining and confocal microscopy (Figure S4); a
bioanalyzer (Agilent) gel-like picture of RNA prepara-
tions obtained from space and ground samples before
sequencing (Figure SS); results of spectrophotometric
analysis on the same samples (Table S1) (PDF)

B AUTHOR INFORMATION

Corresponding Authors

Giada Graziana Genchi — Istituto Italiano di Tecnologia,
Smart Bio-Interfaces, 56025 Pontedera (Pisa), Italy;
Email: giada.genchi@iit.it

Andrea Degl'Innocenti — Istituto Italiano di Tecnologia,
Smart Bio-Interfaces, 56025 Pontedera (Pisa), Italy;
Email: andrea.deglinnocenti@iit.it

Chiara Martinelli — Istituto Italiano di Tecnologia, Smart Bio-
Interfaces, 56025 Pontedera (Pisa), Italy; ® orcid.org/
0000-0001-9360-1689; Email: chiara.martinelli@
protonmail.com

Gianni Ciofani — Istituto Italiano di Tecnologia, Smart Bio-
Interfaces, 56025 Pontedera (Pisa), Italy; © orcid.org/
0000-0003-1192-3647; Email: gianni.ciofani@iit.it

Authors

Matteo Battaglini — Istituto Italiano di Tecnologia, Smart Bio-
Interfaces, 56025 Pontedera (Pisa), Italy

Daniele De Pasquale — Istituto Italiano di Tecnologia, Smart
Bio-Interfaces, S6025 Pontedera (Pisa), Italy; Scuola
Superiore Sant’Anna, The BioRobotics Institute, S6025
Pontedera (Pisa), Italy

Mirko Prato — Istituto Italiano di Tecnologia, Materials
Characterization, 16163 Genova, Italy; ® orcid.org/0000-
0002-2188-8059

Sergio Marras — Istituto Italiano di Tecnologia, Materials
Characterization, 16163 Genova, Italy

https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://pubs.acs.org/doi/10.1021/acsami.1c14176?goto=supporting-info
https://pubs.acs.org/doi/suppl/10.1021/acsami.1c14176/suppl_file/am1c14176_si_001.pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Giada+Graziana+Genchi"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
mailto:giada.genchi@iit.it
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Andrea+Degl%E2%80%99Innocenti"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
mailto:andrea.deglinnocenti@iit.it
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Chiara+Martinelli"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://orcid.org/0000-0001-9360-1689
https://orcid.org/0000-0001-9360-1689
mailto:chiara.martinelli@protonmail.com
mailto:chiara.martinelli@protonmail.com
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Gianni+Ciofani"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://orcid.org/0000-0003-1192-3647
https://orcid.org/0000-0003-1192-3647
mailto:gianni.ciofani@iit.it
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Matteo+Battaglini"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Daniele+De+Pasquale"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Mirko+Prato"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://orcid.org/0000-0002-2188-8059
https://orcid.org/0000-0002-2188-8059
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Sergio+Marras"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Giammarino+Pugliese"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
www.acsami.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as

ACS Applied Materials & Interfaces

Research Article

www.acsami.org

Giammarino Pugliese — Istituto Italiano di Tecnologia,
Nanochemistry, 16163 Genova, Italy

Filippo Drago — Istituto Italiano di Tecnologia,
Nanochemistry, 16163 Genova, Italy

Alessandro Mariani — Kayser Italia S.r.l, $7128 Livorno,
Italy

Michele Balsamo — Kayser Italia S.r.l, 57128 Livorno, Italy

Valfredo Zolesi — Kayser Italia S.r.l, $7128 Livorno, Italy

Complete contact information is available at:
https://pubs.acs.org/10.1021/acsami.1c14176

Author Contributions

G.G.G,, AD.I, and C.M. contributed equally. This manuscript
was written through contributions of all authors. All authors
have given approval to the final version of the manuscript.

Funding
G.C. received funding from Fondazione CaRiPLo, grant no.
2018—0156, and by ESA, project no. ILSRA-2014—0012.

Notes
The authors declare no competing financial interest.

B ACKNOWLEDGMENTS

The authors gratefully acknowledge Luca Petracchi and Andrea
Lorenzi (Kayser Italia, Italy) for operational support in
hardware assembly at the National Aeronautics and Space
Administration Kennedy Space Center (NASA-KSC), as well
as Dr. Andrea Koehler (formerly with ESA, The Netherlands),
Kamber Scott, Derek Duflo, and Lucy Walter (NASA) for their
kind support at NASA-KSC. Dr. Rosaria Brescia (Istituto
Italiano di Tecnologia, Italy) is acknowledged for assistance at
TEM imaging, while Sara Gorrieri (Politecnico di Torino,
Italy) for her support in nanoparticle dispersion character-
ization. Luigi Grillo is finally acknowledged for his continuous
interest and support in this study.

B ABBREVIATIONS USED

DEG, differentially expressed gene

DLS, dynamic light scattering

EC, experiment container

ESA, European Space Agency

EU, experiment unit

FBS, fetal bovine serum

FC, fold change

GO, gene ontology

HD, hydrodynamic diameter

ICP-OES, inductively coupled plasma-optical emission
spectroscopy

ISS, International Space Station

KISS, Kubik Interface Simulation Station

L, launch time

MELFI, Minus Eighty-Degree Laboratory Freezer for ISS
NASA, National Aeronautics and Space Administration
NC, nanoceria

RNA-seq, RNA next-generation sequencing

OS, oxidative stress

PCR, polymerase chain reaction

ROS, reactive oxygen species

s-ug, simulated microgravity

TEM, transmission electron microscopy

TGA, thermogravimetric analysis

XPS, X-ray photoelectron spectroscopy

XRD, X-ray diffraction

40211

B REFERENCES

(1) Sharlo, K; Paramonova, L; Turtikova, O.; Tyganov, S.;
Shenkman, B. Plantar Mechanical Stimulation Prevents Calcineurin-
NFATec1 Inactivation and Slow-to-Fast Fiber Type Shift in Rat Soleus
Muscle under Hindlimb Unloading. J. Appl. Physiol. 2020, 126, 1769—
1781.

(2) Tarantino, U.; Cariati, L; Marinic, M.; Arcangelo, G. D.;
Tancredic, V.; Primavera, M.; Iundusi, R.; Gasbarra, E.; Scimeca, M.
Effects of Simulated Microgravity on Muscle Stem Cells Activity. Cell.
Physiol. Biochem. 2020, 54, 736—747.

(3) Brioche, T.; Pagano, A. F; Py, G.,; Chopard, A. Molecular
Aspects of Medicine Muscle Wasting and Aging: Experimental
Models, Fatty Infiltrations, and Prevention. Mol. Aspects Med. 2016,
50, 56—87.

(4) Jurdana, M. Radiation Effects on Skeletal Muscle. Radiol. Oncol.
2008, 42, 15—-22.

(5) Bandstra, E. R;; Thompson, R. W.; Nelson, G. A.; Willey, J. S.;
Judex, S.; Cairns, M. A,; Benton, E. R.; Vazquez, M. E.; Carson, J. A;
Bateman, T. A. Musculoskeletal Changes in Mice from 2050 CGy of
Simulated Galactic Cosmic Rays. Radiat. Res. 2009, 172, 21-29.

(6) Theilen, N. T.; Kunkel, G. H; Tyagj, S. C. The Role of Exercise
and TFAM in Preventing Skeletal Muscle Atrophy. J. Cell. Physiol.
2017, 232, 2348—2358.

(7) Usuki, F.; Fujimura, M.; Nakamura, A.; Nakano, J.; Okita, M.;
Higuchi, I. Local Vibration Stimuli Induce Mechanical Stress-Induced
Factors and Facilitate Recovery From Immobilization-Induced
Oxidative Myofiber Atrophy in Rats. Front. Physiol. 2019, 10, No. 759.

(8) Maffiuletti, N. A,; Green, D. A; Vaz, M. A, Dirks, M. L.
Neuromuscular Electrical Stimulation as a Potential Countermeasure
for Skeletal Muscle Atrophy and Weakness During Human Space-
flight. Front. Physiol. 2019, 10, No. 1031.

(9) Tominari, T.; Ichimaru, R; Taniguchi, K; Yumoto, A;
Shirakawa, M.; Matsumoto, C.; Watanabe, K.; Hirata, M.; Itoh, Y,;
Shiba, D.; Miyaura, C; Inada, M. Hypergravity and Microgravity
Exhibited Reversal Effects on the Bone and Muscle Mass in Mice. Sci.
Rep. 2019, 9, No. 6614.

(10) Kawao, N.; Morita, H.; Obata, K; Tatsumi, K.; Kaji, H. Role of
Follistatin in Muscle and Bone Alterations Induced by Gravity
Change in Mice. J. Cell. Physiol. 2018, 233, 1191—1201.

(11) Okada, R; Fujita, S. i; Suzuki, R.; Hayashi, T.; Tsubouchi, H.;
Kato, C.; Sadaki, S.; Kanai, M.; Fuseya, S.; Inoue, Y.; Jeon, H,;
Hamada, M.; Kuno, A.; Ishii, A;; Tamaoka, A.; Tanihata, J.; Ito, N.;
Shiba, D.; Shirakawa, M.; Muratani, M.; Kudo, T.; Takahashi, S.
Transcriptome Analysis of Gravitational Effects on Mouse Skeletal
Muscles under Microgravity and Artificial 1 g Onboard Environment.
Sci. Rep. 2021, 11, No. 9168.

(12) Lee, S.; Lehar, A.; Meir, J. U.; Koch, C.; Morgan, A.; Warren, L.
E.; Rydzik, R.; Youngstrom, D. W.; Chandok, H.; George, J.; Gogain,
J; Michaud, M,; et al. Targeting Myostatin / Activin A Protects
against Skeletal Muscle and Bone Loss during Spaceflight. Proc. Natl.
Acad. Sci. US.A. 2020, 117, 23942—23951.

(13) Colaianni, G.; Mongelli, T.; Cuscito, C.; Pignataro, P.; Lippo,
L; Spiro, G.; Notarnicola, A.; Severi, I; Passeri, G.; Mori, G;
Brunetti, G.; Moretti, B.; Tarantino, U.; Colucci, S. C.; Janne, E.;
Vettor, R.; Cinti, S.; Grano, M. Irisin Prevents and Restores Bone
Loss and Muscle Atrophy in Hind- Limb Suspended Mice. Sci. Rep.
2017, 7, No. 2811.

(14) Smith, R. C.; Cramer, M. S.; Mitchell, P. J.; Lucchesi, J.; Ortega,
A. M,; Livingston, E. W,; Ballard, D.; Zhang, L.; Hanson, J.; Barton,
K; Berens, S.; Credille, K. M.; Bateman, T. A.; Ferguson, V. L.; Ma, Y.
L.; Stodieck, L. S. Inhibition of Myostatin Prevents Microgravity-
Induced Loss of Skeletal Muscle Mass and Strength. PLoS One 2020,
15, No. e0230818.

(15) Zhang, Z.; Li, J.; Guan, D.; Liang, C.; Zhuo, Z; Liu, J.; Lu, A;
Zhang, B.-T.; Zhang, G. Long Noncoding RNA LncMUMA Reverses
Established Skeletal Muscle Atrophy Following Mechanical Unload-
ing. Mol. Ther. 2018, 26, 2669—2680.

https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Filippo+Drago"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Alessandro+Mariani"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Michele+Balsamo"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Valfredo+Zolesi"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/doi/10.1021/acsami.1c14176?ref=pdf
https://doi.org/10.1152/japplphysiol.00029.2019
https://doi.org/10.1152/japplphysiol.00029.2019
https://doi.org/10.1152/japplphysiol.00029.2019
https://doi.org/10.33594/000000252
https://doi.org/10.1016/j.mam.2016.04.006
https://doi.org/10.1016/j.mam.2016.04.006
https://doi.org/10.1016/j.mam.2016.04.006
https://doi.org/10.2478/v10019-007-0034-5
https://doi.org/10.1667/RR1509.1
https://doi.org/10.1667/RR1509.1
https://doi.org/10.1002/jcp.25737
https://doi.org/10.1002/jcp.25737
https://doi.org/10.3389/fphys.2019.00759
https://doi.org/10.3389/fphys.2019.00759
https://doi.org/10.3389/fphys.2019.00759
https://doi.org/10.3389/fphys.2019.01031
https://doi.org/10.3389/fphys.2019.01031
https://doi.org/10.3389/fphys.2019.01031
https://doi.org/10.1038/s41598-019-42829-z
https://doi.org/10.1038/s41598-019-42829-z
https://doi.org/10.1002/jcp.25986
https://doi.org/10.1002/jcp.25986
https://doi.org/10.1002/jcp.25986
https://doi.org/10.1038/s41598-021-88392-4
https://doi.org/10.1038/s41598-021-88392-4
https://doi.org/10.1073/pnas.2014716117
https://doi.org/10.1073/pnas.2014716117
https://doi.org/10.1038/s41598-017-02557-8
https://doi.org/10.1038/s41598-017-02557-8
https://doi.org/10.1371/journal.pone.0230818
https://doi.org/10.1371/journal.pone.0230818
https://doi.org/10.1016/j.ymthe.2018.09.014
https://doi.org/10.1016/j.ymthe.2018.09.014
https://doi.org/10.1016/j.ymthe.2018.09.014
www.acsami.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as

ACS Applied Materials & Interfaces

Research Article

www.acsami.org

(16) Lee, I; Huettermann, M.; Malek, M. M. (-)-Epicatechin
Attenuates Degradation of Mouse Oxidative Muscle Following
Hindlimb Suspension. J. Strength Cond. Res. 2016, 30, 1—10.

(17) Ogneva, I. V.; Biryukov, N. S. Lecithin Prevents Cortical
Cytoskeleton Reorganization in Rat Soleus Muscle Fibers under
Short-Term Gravitational Disuse. PLoS One 2016, 11, No. e0153650.

(18) Uchida, T.; Sakashita, Y.; Kitahata, K.; Yamashita, Y.; Tomida,
C.; Kimori, Y.; Komatsu, A.; Hirasaka, K.; Ohno, A,; Nakao, R;
Higashitani, A.; Higashibata, A.; Ishioka, N.; Shimazu, T.; Kobayashi,
T.; Okumura, Y.; Choi, I.; Oarada, M.; Mills, E. M.; Teshima-kondo,
S.; Takeda, S.; Tanaka, E.; Tanaka, K,; Sokabe, M.; Nikawa, T.
Reactive Oxygen Species Upregulate Expression of Muscle Atrophy-
Associated Ubiquitin Ligase Cbl-b in Rat L6 Skeletal Muscle Cells.
Am. J. Physiol.: Cell Physiol 2018, 314, C721-C731.

(19) Arc-Chagnaud, C.; Py, G.; Fovet, T.; Roumanille, R;
Demangel, R.; Pagano, A. F,; Delobel, P,; Blanc, S.; Jasmin, B. J;
Blottner, D.; Salanova, M.; Gomez-Cabrera, M. C.; Vifia, J.; Brioche,
T.; Chopard, A. Evaluation of an Antioxidant and Anti-Inflammatory
Cocktail Against Human Hypoactivity-Induced Skeletal Muscle
Deconditioning. Front. Physiol. 2020, 11, 71.

(20) Lee, Y.; Seo, D.; Park, J.; Kabayama, K; Opitz, J.; Lee, K. H,;
Kim, H,; Kim, T. Effect of Oenothera Odorata Root Extract on
Microgravity and Disuse-Induced Muscle Atrophy. Evidence-Based
Complementary Altern. Med. 2015, 2015, No. 130513.

(21) Baek, M.; Ahn, C. B,; Cho, H.; Choi, J.; Son, K. H,; Yoon, M.-S.
Simulated Microgravity Inhibits C2C12 Myogenesis via Phospholi-
pase D2-Induced Akt / FOXO1l Regulation. Sci. Rep. 2019, 9,
No. 14910.

(22) Zhao, L,; Rui, Q; Wang, D. Molecular Basis for Oxidative
Stress Induced by Simulated Microgravity in Nematode Caeno-
rhabditis Elegans. Sci. Total Environ. 2017, 607—608, 1381—1390.

(23) Powers, S. K,; Morton, A. B.; Ahn, B.; Smuder, A. J. Redox
Control of Skeletal Muscle Atrophy. Free Radicals Biol. Med. 2016, 98,
208-217.

(24) Krause, A. R;; Speacht, T. L.; Zhang, Y.; Lang, C. H.; Donahue,
H. J. Simulated Space Radiation Sensitizes Bone but Not Muscle to
the Catabolic Effects of Mechanical Unloading. PLoS One 2017, 12,
No. e0182403.

(25) Chowdhury, P.; Akel, N.; Jamshidi-parsian, A,; Gaddy, D.;
Griffin, R. J; K, J. S. Degenerative Tissue Responses to Space-like
Radiation Doses in a Rodent Model of Simulated Microgravity. Ann.
Clin. Lab. Sci. 2016, 46, 190—197.

(26) Trudel, G.; Shafer, J.; Laneuville, O.; Ramsay, T. Characterizing
the Effect of Exposure to Microgravity on Anemia: More Space Is
Worse. Am. J. Hematol. 2020, 95, 267—-273.

(27) Moreno-Villanueva, M.; Wong, M.; Lu, T.; Zhang, Y.; Wu, H.
Interplay of Space Radiation and Microgravity in DNA Damage and
DNA Damage Response. npj Microgravity 2017, 3, No. 14.

(28) Fix, D. K; Hardee, J. P.; Bateman, T. A.; Carson, J. A. Effect of
Irradiation on Akt Signaling in Atrophying Skeletal Muscle. J. Appl.
Physiol. 2016, 121, 917—924.

(29) Tarnuzzer, R. W.; Colon, J; Patil, S.,; Seal, S. Vacancy
Engineered Ceria Nanostructures for Protection from Radiation-
Induced Cellular Damage. Nano Lett. 2005, S, 2573—2577.

(30) Colon, J; Hsieh, N.; Ferguson, A.; Kupelian, P.; Seal, S;
Jenkins, D. W.; Baker, C. H. Cerium Oxide Nanoparticles Protect
Gastrointestinal Epithelium from Radiation-Induced Damage by
Reduction of Reactive Oxygen Species and Upregulation of
Superoxide Dismutase 2. Nanomed.: Nanotechnol. Biol. Med. 2010,
6, 698—705.

(31) Popova, N. R;; Popov, A. L.; Ermakov, A. M.; Reukov, V. V,;
Ivanov, V. K. Ceria-Containing Hybrid Multilayered Microcapsules
Radioprotection Efficiency. Molecules 2020, 25, No. 2957.

(32) Das, S.; Neal, C. J; Ortiz, J.; Seal, S. Engineered Nanoceria
Cytoprotection: In Vivo: Mitigation of Reactive Oxygen Species and
Double-Stranded DNA Breakage Due to Radiation Exposure.
Nanoscale 2018, 10, 21069—21075.

(33) Colon, J; Herrera, L; Smith, J.; Patil, S.; Komanski, C.;
Kupelian, P.; Seal, S.; Jenkins, D. W.; Baker, C. H. Protection from

Radiation-Induced Pneumonitis Using Cerium Oxide Nanoparticles.
Nanomed.: Nanotechnol,, Biol. Med. 2009, S, 225—231.

(34) Ouyang, Z.; Mainali, M. K; Sinha, N; Strack, G.; Altundal, Y,;
Hao, Y.; Winningham, T. A,; Sajo, E.; Celli, J.; Ngwa, W. Potential of
Using Cerium Oxide Nanoparticles for Protecting Healthy Tissue
during Accelerated Partial Breast Irradiation (APBI). Phys. Med. 2016,
32, 631—-635.

(35) Asghar, M. S. A;; Inkson, B.; Seal, S.; Molinari, M.; Sayle, D.;
Moébus, G. In-Situ Observation of Radiation Physics and Chemistry of
Nanostructured Cerium Oxide in Water. Mater. Res. Express 2019, 6,
No. 015032.

(36) Heckert, E. G.; Karakoti, A. S.; Seal, S.; Self, W. T. The Role of
Cerium Redox State in the SOD Mimetic Activity of Nanoceria.
Biomaterials 2008, 29, 2705—2709.

(37) Pirmohamed, T.; Dowding, J. M.; Singh, S.; Wasserman, B.;
Heckert, E,; Karakoti, A. S.; King, J. E. S; Seal, S; Self, W. T.
Nanoceria Exhibit Redox State-Dependent Catalase Mimetic Activity.
Chem. Commun. 2010, 46, 2736—2738.

(38) Wang, G.; Zhang, J; He, X; Zhang, Z; Zhao, Y. Ceria
Nanoparticles as Enzyme Mimetics. Chin. J. Chem. 2017, 35, 791—
800.

(39) Genchi, G. G; Degl'Innocenti, A; Salgarella, A. R.; Pezzini, L;
Marino, A.; Menciassi, A.; Piccirillo, S.; Balsamo, M.; Ciofani, G.
Modulation of Gene Expression in Rat Muscle Cells Following
Treatment with Nanoceria in Different Gravity Regimes. Nano-
medicine 2018, 13, 2821.

(40) Salvetti, A.; Gambino, G.; Rossi, L.; De Pasquale, D.; Pucci, C.;
Linsalata, S.; Degl'Innocenti, A.; Nitti, S.; Prato, M.; Ippolito, C,;
Ciofani, G. Stem Cell and Tissue Regeneration Analysis in Low-Dose
Irradiated Planarians Treated with Cerium Oxide Nanoparticles.
Mater. Sci. Eng. C 2020, 115, No. 11113.

(41) Bolger, A. M., Lohse, M, Usadel, B. Genome Analysis
Trimmomatic: A Flexible Trimmer for Illumina Sequence Data.
Bioinformatics 2014, 30, 2114—2120.

(42) Cunningham, F.; Achuthan, P.; Akanni, W.; Allen, J.; Amode,
M. R; Armean, I. M.; Bennett, R;; Bhai, J; Billis, K;; Boddu, S.;
Cummins, C,; Davidson, C.; Dodiya, K. J; Gil, L; Grego, T,;
Haggerty, L.; Gall, A.; Garc, C.; Haskell, E.; Hourlier, T.; Izuogu, O.
G.; Janacek, S. H.; Juettemann, T.; Kay, M.; Laird, M. R,; Lavidas, L;
Liu, Z,; Marug, C,; Loveland, J. E.; Maurel, T.; Mcmahon, A. C;
Moore, B.; Morales, J.; Mudge, J. M.; Nuhn, M.; Ogeh, D.; Parker, A,;
Parton, A.; Patricio, M.; Abdul, A. I; Schmitt, B. M.; Schuilenburg,
H.; Sheppard, D.; Sparrow, H.; Stapleton, E.; Szuba, M.; Taylor, K;
Threadgold, G.; Thormann, A.; Vullo, A.; Walts, B.; Winterbottom,
A.; Zadissa, A.; Chakiachvili, M.; Frankish, A.; Hunt, S. E.; Kostadima,
M.; Langridge, N.; Martin, F. J.; Muffato, M.; Perry, E.; Ruffier, M.;
Staines, D. M.; Trevanion, S. J.; Aken, B. L.; Yates, A. D.; Zerbino, D.
R.; Flicek, P. Ensembl 2019. Nucleic Acids Res. 2019, 47, D745—D751.

(43) Dobin, A.; Davis, C. A.; Schlesinger, F.; Drenkow, J.; Zaleski,
C.; Jha, S.; Batut, P.; Chaisson, M.; Gingeras, T. R. STAR: Ultrafast
Universal RNA-Seq Aligner. Bioinformatics 2013, 29, 15—21.

(44) Liao, Y.; Smyth, G. K; Shi, W. Sequence Analysis
FeatureCounts: An Efficient General Purpose Program for Assigning
Sequence Reads to Genomic Features. Bioinformatics 2014, 30, 923—
930.

(45) Liao, Y,; Smyth, G. K; Shi, W. The Subread Aligner: Fast,
Accurate and Scalable Read Mapping by Seed-and-Vote. Nucleic Acids
Res. 2013, 41, No. e108.

(46) Kozomara, A; Griffiths-Jones, S. MiRBase: Integrating
MicroRNA Annotation and Deep-Sequencing Data. Nucleic Acids
Res. 2011, 39, D152—D157.

(47) Love, M. 1; Huber, W.; Anders, S. Moderated Estimation of
Fold Change and Dispersion for RNA-Seq Data with DESeq. 2.
Genome Biol. 2014, 1S5, No. 18813.

(48) Eden, E; Navon, R; Steinfeld, I; Lipson, D.; Yakhini, Z.
GOrilla: A Tool for Discovery and Visualization of Enriched GO
Terms in Ranked Gene Lists. BMC Bioinf 2009, 10, No. 48.

(49) Kinsella, R. J.; Kihiri, A.,; Haider, S.; Zamora, J.; Proctor, G.;
Spudich, G.; Almeida-King, J.; Staines, D.; Derwent, P.; Kerhornou,

https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://doi.org/10.1519/jsc.0000000000001205
https://doi.org/10.1519/jsc.0000000000001205
https://doi.org/10.1519/jsc.0000000000001205
https://doi.org/10.1371/journal.pone.0153650
https://doi.org/10.1371/journal.pone.0153650
https://doi.org/10.1371/journal.pone.0153650
https://doi.org/10.1152/ajpcell.00184.2017
https://doi.org/10.1152/ajpcell.00184.2017
https://doi.org/10.3389/fphys.2020.00071
https://doi.org/10.3389/fphys.2020.00071
https://doi.org/10.3389/fphys.2020.00071
https://doi.org/10.1155/2015/130513
https://doi.org/10.1155/2015/130513
https://doi.org/10.1038/s41598-019-51410-7
https://doi.org/10.1038/s41598-019-51410-7
https://doi.org/10.1016/j.scitotenv.2017.07.088
https://doi.org/10.1016/j.scitotenv.2017.07.088
https://doi.org/10.1016/j.scitotenv.2017.07.088
https://doi.org/10.1016/j.freeradbiomed.2016.02.021
https://doi.org/10.1016/j.freeradbiomed.2016.02.021
https://doi.org/10.1371/journal.pone.0182403
https://doi.org/10.1371/journal.pone.0182403
https://doi.org/10.1002/ajh.25699
https://doi.org/10.1002/ajh.25699
https://doi.org/10.1002/ajh.25699
https://doi.org/10.1038/s41526-017-0019-7
https://doi.org/10.1038/s41526-017-0019-7
https://doi.org/10.1152/japplphysiol.00218.2016
https://doi.org/10.1152/japplphysiol.00218.2016
https://doi.org/10.1021/nl052024f?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/nl052024f?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/nl052024f?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1016/j.nano.2010.01.010
https://doi.org/10.1016/j.nano.2010.01.010
https://doi.org/10.1016/j.nano.2010.01.010
https://doi.org/10.1016/j.nano.2010.01.010
https://doi.org/10.3390/molecules25132957
https://doi.org/10.3390/molecules25132957
https://doi.org/10.1039/c8nr04640a
https://doi.org/10.1039/c8nr04640a
https://doi.org/10.1039/c8nr04640a
https://doi.org/10.1016/j.nano.2008.10.003
https://doi.org/10.1016/j.nano.2008.10.003
https://doi.org/10.1016/j.ejmp.2016.03.014
https://doi.org/10.1016/j.ejmp.2016.03.014
https://doi.org/10.1016/j.ejmp.2016.03.014
https://doi.org/10.1088/2053-1591/aae634
https://doi.org/10.1088/2053-1591/aae634
https://doi.org/10.1016/j.biomaterials.2008.03.014
https://doi.org/10.1016/j.biomaterials.2008.03.014
https://doi.org/10.1039/b922024k
https://doi.org/10.1002/cjoc.201600845
https://doi.org/10.1002/cjoc.201600845
https://doi.org/10.2217/nnm-2018-0316
https://doi.org/10.2217/nnm-2018-0316
https://doi.org/10.1016/j.msec.2020.111113
https://doi.org/10.1016/j.msec.2020.111113
https://doi.org/10.1093/bioinformatics/btu170
https://doi.org/10.1093/bioinformatics/btu170
https://doi.org/10.1093/nar/gky1113
https://doi.org/10.1093/bioinformatics/bts635
https://doi.org/10.1093/bioinformatics/bts635
https://doi.org/10.1093/bioinformatics/btt656
https://doi.org/10.1093/bioinformatics/btt656
https://doi.org/10.1093/bioinformatics/btt656
https://doi.org/10.1093/nar/gkt214
https://doi.org/10.1093/nar/gkt214
https://doi.org/10.1093/nar/gkq1027
https://doi.org/10.1093/nar/gkq1027
https://doi.org/10.1186/s13059-014-0550-8
https://doi.org/10.1186/s13059-014-0550-8
https://doi.org/10.1186/1471-2105-10-48
https://doi.org/10.1186/1471-2105-10-48
www.acsami.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as

ACS Applied Materials & Interfaces

www.acsami.org

Research Article

A,; Kersey, P.; Flicek, P. Ensembl BioMarts: A Hub for Data Retrieval
across Taxonomic Space. Database 2011, 2011, No. bar030.

(50) Supek, F.; Bosnjak, M.; Skunca, N.; Smuc, T. Revigo
Summarizes and Visualizes Long Lists of Gene Ontology Terms.
PLoS One 2011, 6, No. €21800.

(51) Kurian, M.; Kunjachan, C. Investigation of Size Dependency on
Lattice Strain of Nanoceria Particles Synthesised by Wet Chemical
Methods. Int. Nano Lett. 2014, 4, 73—80.

(52) Zhou, Y.; Perket, J. M.; Zhou, J. Growth of Pt Nanoparticles on
Reducible CeO2(111) Thin Films: Effect of Nanostructures and
Redox Properties of Ceria. J. Phys. Chem. C 2010, 114, 11853—11860.

(53) Celardo, 1; De Nicola, M.; Mandoli, C.; Pedersen, J. Z;
Traversa, E.; Ghibelli, L. Ce3+ Ions Determine Redox-Dependent
Anti-Apoptotic Effect of Cerium Oxide Nanoparticles. ACS Nano
2011, S, 4537—4549.

(54) Singh, S.; Ly, A;; Das, S.; Sakthivel, T. S.; Barkam, S.; Seal, S.
Cerium Oxide Nanoparticles at the Nano-Bio Interface: Size-
Dependent Cellular Uptake. Artif. Cells, Nanomed., Biotechnol. 2018,
46, S956—S963.

(55) Edgar, R; Domrachev, M,; Lash, A. E. Gene Expression
Omnibus: NCBI Gene Expression and Hybridization Array Data
Repository. Nucleic Acids Res. 2002, 30, 207—210.

(56) Arsenijevic, D.; Onuma, H.; Pecqueur, C.; Raimbault, S.;
Manning, B. S; Miroux, B.; Couplan, E.; Alves-Guerra, M. C,;
Goubern, M.; Surwit, R.; Bouillaud, F.; Richard, D.; Collins, S.;
Ricquier, D. Disruption of the Uncoupling Protein-2 Gene in Mice
Reveals a Role in Immunity and Reactive Oxygen Species Production.
Nat. Genet. 2000, 26, 435—439.

(57) Elorza, A.; Hyde, B.; Mikkola, H. K; Collins, S.; Shirihai, O. S.
UCP2 Modulates Cell Proliferation through the MAPK / ERK
Pathway during Erythropoiesis and Has No Effect on Heme
Biosynthesis. J. Biol. Chem. 2008, 283, 30461—30470.

(58) Tian, X. Y; Ma, S; Tse, G; Wong, W. T,; Huang, Y.
Uncoupling Protein 2 in Cardiovascular Health and Disease. Front.
Physiol. 2018, 9, No. 1060.

(59) Shi, L.; Tian, H.; Wang, P.; Li, L.; Zhang, Z.; Zhang, J.; Zhao,
Y. Space Flight and Simulated Microgravity Suppresses Macrophage
Development via Altered RAS/ERK/NFkB and Metabolic Pathways.
Cell. Mol. Immunol. 2020, 16, 1489—1502.

(60) Patel, N.; Barrientos, A.; Landgraf, R. The Growth Factor
Receptor ERBB2 Regulates Mitochondrial Activity on a Signaling
Time Scale. J. Biol. Chem. 2013, 288, 35253—35265.

(61) Pierelli, G.; Stanzione, R.; Forte, M.; Migliarino, S.; Perelli, M.;
Volpe, M.; Rubattu, S. Uncoupling Protein 2: A Key Player and a
Potential Therapeutic Target in Vascular Diseases. Oxid. Med. Cell.
Longevity 2017, No. 7348372.

40213

https://doi.org/10.1021/acsami.1c14176
ACS Appl. Mater. Interfaces 2021, 13, 40200—40213


https://doi.org/10.1093/database/bar030
https://doi.org/10.1093/database/bar030
https://doi.org/10.1371/journal.pone.0021800
https://doi.org/10.1371/journal.pone.0021800
https://doi.org/10.1007/s40089-014-0122-7
https://doi.org/10.1007/s40089-014-0122-7
https://doi.org/10.1007/s40089-014-0122-7
https://doi.org/10.1021/jp1007279?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jp1007279?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jp1007279?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/nn200126a?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/nn200126a?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1080/21691401.2018.1521818
https://doi.org/10.1080/21691401.2018.1521818
https://doi.org/10.1093/nar/30.1.207
https://doi.org/10.1093/nar/30.1.207
https://doi.org/10.1093/nar/30.1.207
https://doi.org/10.1038/82565
https://doi.org/10.1038/82565
https://doi.org/10.1074/jbc.M805400200
https://doi.org/10.1074/jbc.M805400200
https://doi.org/10.1074/jbc.M805400200
https://doi.org/10.3389/fphys.2018.01060
https://doi.org/10.1038/s41423-019-0346-6
https://doi.org/10.1038/s41423-019-0346-6
https://doi.org/10.1074/jbc.M113.478271
https://doi.org/10.1074/jbc.M113.478271
https://doi.org/10.1074/jbc.M113.478271
https://doi.org/10.1155/2017/7348372
https://doi.org/10.1155/2017/7348372
www.acsami.org?ref=pdf
https://doi.org/10.1021/acsami.1c14176?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as

